Hugo: PLAGL1 Other names: DKFZp781P1017; LOT1; MGC126275; MGC126276; ZAC; ZAC1 Location: 6q24.2
DNA/RNA

Description
The genome is about 64 kbp with six exons and five introns. The major mRNA transcript is about 4.7 kb in size.
Transcription
At least three splicing variants (see figure) .
Protein
Description
The PLAGL1 protein is a seven C2H2-type zinc finger protein. The seven zinc finger domain is located at the amino terminal region, from the amino acid residue 1 to 210. Additional features of note are proline and glutamine rich regions at the carboxyl terminal portion (residues 220 to 444). There are two nuclear localization signals at the amino terminal region.
Expression
Ovary, breast, brain, liver, spleen, thymus, prostate, uterus, testis, intestine, colon, leukocytes.
Localisation
Nuclear.
Function
The PLAGL1 protein is a candidate tumor suppressor gene and has been shown to have transactivation and 
Homology
Homologous to the mouse and Rat plagl1 and to the human PLAG1 and PLAGL2 proteins.
Mutations
Note: Mutation has not been found in the PLAGL1 coding region.
Implicated in
Carcinogenicity
Note: Alteration of the gene expression was found to be a potential genetic event silencing the PLAGL1 gene in cancers such as breast primary tumors, ovarian primary tumors and tumor-derived cell lines, basal cell carcinoma, head and neck squamous cell carcinomq ga cer uM6 384M6 184(717 )Tj5734(e)-2ea
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